CN 43-1262/R " [E 3 fikhffk 4% 2015 4E55 23 5455 6 1 579

[XEHS] 1007-3949(2015)23-06-0579-05 - LR -

T RO Iy e v S A D NLIAR i T 11 47 1183k e B
AL A DG PERIE 52

AR, 28 B, ZHRE, BRERE', R, Bt Fke
(1. R EREALERFT THABE, =88 LT 650032;2. ZhH B H —ARERGTFH, ZdE 4 2WF 650034,
3.EHEFRFARERILA, =@ 4 FE T 661600;4. =d 4 Faie LA2XET, =@ 4 LW T 650032)

[REBIR] HKLEE47; BHESCARE,;, EHRELTETREMBERLE;, SIFHL; CEITH

[ E] HE HRARAEEG4T(HSPAT) A —HZERTU YT H G, BN A AIRRGFF S T8, ERR

/\ﬁkl’fﬂﬁ%“”i’}iﬁﬁ%éﬂ’ﬁ)ﬂ ALEACEEMERBCARBELS TS TN, FAiE FRARBRAR
HERAALEARAZ G0 B A 3 S ThAE ] B SR 2 B S HAR 3 R A0, RAEHERT S

(RT-PCR) 7 A2 m) HSP47 #5 mRNA £k 2, 5F H.i5 A 8554 o 2 vR Mok ml 52 L3k 60 ) & & e 7 HSP47 | 1 AL 9T Ak

REFEFBAK(PICP) R A, ER  (1)55 ik 1 KA LE  HSP47T mRNA KP4k 2 B4 S ik

LR S LLL LR P R B3 (P <0.05) , LS Ak 3 LRSS 4k 2 B B3 m(P <0.05), (2)'uﬂftéﬂm

W HSPA7 %535 foik P HSPAT PICP K-F 2B FE M EAE (r=0.704,P <0.05;r=0.811,P <0.05) ., &it

HSP47 mRNA 12 ) 238 & b Ak 3G 427 HSPAT THA LS T EEH,

[FESZES] R363 [ XEFRIZE] A

Study of the Expression of Heat Shock Protein 47 and Its Correlation to Myocardial

Fibrosis in Atrial Tissues with Chronic Heart Failure

TIAN Ni-Ni', WEI Ling', LI Hong-Jian®, CHEN Wei-Qiang' , NI Mao-E’, RUAN Guang-Ping*, and YANG Xiao-Hua'
(1. Wards for Civilian Cadres, Kunming General Hospital of Chengdu Military Area Command , Kunming, Yunnan 650032,
China; 2. Department of Orthopedics, the First People’ s Hospital of Yunnan Province, Kunming, Yunnan 650034, China;
3. Department of Paediatrics, the People’ s Hospital of Kaiyuan City, Kaiyuan, Yunnan 661600, China; 4. Stem Cell Engi-
neering Laboratory of Yunnan Province, Kunming, Yunnan 650032, China)

[ KEY WORDS | Heat Shock Protein 47; Chronic Heart Failure; RT-PCR; Myocardial Fibrosis; Ventricular Re-
modeling

[ ABSTRACT ] Aim  Heat shock protein 47 (HSP47) is a highly conservative proteint. It is considered as the pro-
collagen-specific chaperone protein and plays an important function in the process of collagen deposition and fibrosis.  The
thesis investigates the molecular mechanisms of structural ventricular remodeling in chronic heart failure ( CHF).
Methods The serum and right atrial tissues samples were taken from 60 patients with cardiac surgery.  They were divid-
ed into three groups: 20 samples were in NYHA I group, 20 samples were in NYHA Il group, 20 samples were in NYHA
Il group. The mRNA amounts of HSP47 were studied by real time quantitative polymerase chain reaction ( RT-PCR)
method, and the HSP47 and procollagen I carboxy terminal propeptide (P I CP) in serum were measured by enzyme-
linked immunosorbent assay ( ELISA) method. Results (1) The HSP47 mRNA level significantly increased in both
NYHA I group and NYHA Il group compared with NYHA 1 group (P <0.05). Also the mRNA level of HSP47 sig-
nificantly increased in the NYHA Il group compared with NYHA Il group (P <0.05). (2)There were conspicuous and
independent direct correlation between the expression of HSP47 and the HSP47, P I CP levels in serum (r=0.704, P <
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0.05; r=0.811, P<0.05).

gene may be involved in the ventricular remodeling.
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Conclusion The HSP47 mRNA level increased in CHF, and it indicates that HSP47
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Figure 1. The gel electrophoresis of total RNA in the right

atrial tissues
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Figure 4. The mRNA expression of HSP47 in different pa-

tient’ s right atrial tissues
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Figure 5. The expression of myocardial HSP47 mRNA
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Table 2. The serum levels of HSP47 and P I CP in various
groups (pg/L)
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